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DEVELOPMENT OF eDNA SURVEY METHODS FOR THE BIOTA OF AREGION WITH
ESTUARINE WATER

Research Period: FY2022-2024
Research Team: Watershed Restoration Research Team,
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Author: TANAKA Takayuki
MURAOKA Keiko

Abstract: To incorporate eDNA surveys of fish into the national census of river environments, water
sampling methods were developed considering water flow patterns varying with the ebb and flow of tides.
Furthermore, the correspondence method for the inhibition assay of eDNA was compared. Factors
influencing the habitat and distribution of anadromous sculpins in these regions were determined.
Several findings were integrated into the Manual of National Census on River formulated by the Ministry

of Land, Infrastructure, Transport and Tourism.

Keywords: National Census on River (eDNA survey on fish), Ichthyofauna, Tide, Assay inhibition,

Anadromous Sculpin
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